Reply to authors final response

Michel Bechtold, KU Leuven, December 20, 2017

| thank the authors for their kind reply on my comment and for bringing up the interesting reference on
“misconceptions of spatial analysis” by Kiihn and Dormann (2012).

| am writing on response to that to clarify the issue. | do not consider spatial auto-correlation as a
problem ‘per se’. And | agree that peatland locations are very much spatially correlated in reality. A good
model should thus also show this property and authors’ check of the spatial autocorrelation of the
residuals is a good idea. But it cannot be used as a proof for a well-calibrated model alone. My concerns
were about the validation approach. The cross-validation followed a fully random design and must,
however, be clustered or blocky, to guarantee that validation data is independent. There is a new paper
published by Roberts et al. (2017 in Ecography) that in detail explains the issue. “Random hold-out data
are too optimistic and favour overfitted models” (Carsten Dormann, personal communication, Dec 19,
2017). | think this is a very important point we must all be aware of because machine learning
applications are spreading and often used with little care in that respect.

Sincerely,

Michel Bechtold
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